
Table S2. Molecular biologic reagents used in this study. 

A. C. albicans strains 

C. albicans 
strain 
name 

Parent Genotype Strain background /construction Reference 

SC5314  Wild type  (1) 

SN95  
arg4Δ/arg4Δ his1Δ/his1Δ IRO1/iro1Δ::λimm434 

URA3/ura3Δ::λimm434 
 (2) 

SN152  

arg4Δ/arg4Δ  leu2Δ/leu2Δ his1Δ/his1Δ 

URA3/ura3Δ::λimm434  

IRO1/iro1Δ::λimm434 

 (2) 

JKC2490  bloodstream isolate  This work 

JKC915 SC5314 HIS1/his1:: tetR-FRT   (3) 

JKC917 SN95 
hisΔ1/his1Δ:: tetR-FRT arg4/arg4 

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 
 (4) 

JKC1423 JKC917 

PHO84/pho84::HIS1 

his1/his1:: tetR-FRT arg4/arg4  

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

JKC1450 JKC1423 

pho84::HIS1/pho84::ARG4 

his1/his1:: tetR-FRT arg4/arg4  

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

JKC1500 JKC1450 

PHO84-FRT/pho84::ARG4 

his1/his1:: tetR-FRT arg4/arg4 

URA3/ura3::λimm434 IRO1/iro1::λimm434 

 (4) 

JKC1583 JKC1423 

PHO84/pho84::HIS1 

his1/his1:: tetR-FRT arg4/arg4::ARG4  

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

JKC1588 JKC1500 

PHO84-FRT/pho84::ARG4 LEU2/leu2::C.d. HIS1 

his1/his1:: tetR-FRT arg4/arg4 

URA3/ura3::λimm434 IRO1/iro1Δ::λimm434 

 (4) 

JKC1594 JKC917 

ACT1/ promoterACT1-NAT1-terminatorACT1 

his1/his1:: tetR-FRT arg4/arg4  

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

JKC1596 JKC917 

ACT1/ promoterACT1-GTR1-NAT1-terminatorACT1 

his1/his1:: tetR-FRT arg4/arg4  

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

JKC1598 JKC1450 

ACT1/ promoterACT1-NAT1-terminatorACT1 

pho84::HIS1/pho84::ARG4 

his1/his1:: tetR-FRT arg4/arg4 

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

JKC1600 JKC1450 

ACT1/ promoterACT1-GTR1-NAT1-terminatorACT1 

pho84::HIS1/pho84::ARG4 

his1/his1:: tetR-FRT arg4/arg4 

IRO1/iro1Δ::λimm434 URA3/ura3Δ::λimm434 

 (4) 

CDH5  mnn4::hisG-URA3-hisG/ mnn4::hisG  (5) 

JKC1659 JKC915 HIS1/his1Δ:: tetR-FRT JKC915 transformed with SnaBI -digested This work 



PHO84/PHO84 promoter-GFP-NAT1-PHO84 pJK1329, for single-crossover integration of 

pPHO84-GFP 

JKC2111 JKC915 
HIS1/his1::tetR-FRT 

KRE6/kre6::uPAM-FRT 

JKC915 transformed with KpnI/BsiWI digested 

pJK1428 for KRE6 heterozygous deletion, after 

inducing FLP 

This work 

JKC2113 JKC915 
HIS1/his1::tetR-FRT 

KRE6/kre6::uPAM-FRT 

JKC915 transformed with KpnI/BsiWI digested 

pJK1428 for KRE6 heterozygous deletion, after 

inducing FLP 

This work 

JKC2174 JKC915 
HIS1/his1::tetR-FRT 

SKN1/skn1::uPAM-FRT 

JKC915 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2178 JKC915 
HIS1/his1::tetR-FRT 

SKN1/skn1::uPAM-FRT 

JKC915 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2180 JKC2111 

HIS1/his1::tetR-FRT 

KRE6/kre6::uPAM-FRT 

SKN1/skn1::uPAM-FRT 

JKC2111 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2184 JKC2111 

HIS1/his1::tetR-FRT 

KRE6/kre6::uPAM-FRT 

SKN1/skn1::uPAM-FRT 

JKC2111 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2198 JKC2111 
HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-tetO-KRE6 

JKC2111 transformed with KpnI/NcoI digested 

pJK1447 to place the only allele of KRE6 under 

tetO control, after inducing FLP 

This work 

JKC2200 JKC2111 
HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-tetO-KRE6 

JKC2111 transformed with KpnI/NcoI digested 

pJK1447 to place the only allele of KRE6 under 

tetO control, after inducing FLP 

This work 

JKC2204 JKC2111 
HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

JKC2111 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMal2 control, after inducing FLP 

This work 

JKC2206 JKC2111 
HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

JKC2111 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2335 JKC2174 
HIS1/his1::tetR-FRT 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2174 transformed with KpnI/BsiWI digested 

pJK1458 to generate ∆skn1 homozygous 

deletion, after inducing FLP 

This work 

JKC2340 JKC2180 

HIS1/his1::tetR-FRT 

KRE6/kre6::uPAM-FRT 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2180 transformed with KpnI/BsiWI digested 

pJK1458 to generate  ∆skn1 homozygous 

deletion, after inducing FLP 

This work 

JKC2344 JKC2180 

HIS1/his1::tetR-FRT 

KRE6/kre6::uPAM-FRT 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2180 transformed with KpnI/BsiWI digested 

pJK1458 to generate  ∆skn1 homozygous 

deletion, after inducing FLP 

This work 

JKC2350 JKC2200 

HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-tetO-KRE6 

SKN1/skn1::uPAM-FRT 

JKC2200 transformed with StuI/BsiWI digested 

pJK1439 to generate  SKN1 heterozygous 

deletion, after inducing FLP 

This work 

JKC2354 JKC2204 

HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

SKN1/skn1::uPAM-FRT 

JKC2204 transformed with StuI/BsiWI digested 

pJK1439 to generate  SKN1 heterozygous 

deletion, after inducing FLP 

This work 



JKC2389 JKC2344 

HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2344 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2391 JKC2344 

HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2344 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2395 JKC2344 

HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-tetO-KRE6 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2344 transformed with KpnI/NcoI digested 

pJK1447 to place the only allele of KRE6 under 

tetO control, after inducing FLP 

This work 

JKC2530 JKC2113 
HIS1/his1::tetR-FRT 

kre6::uPAM-FRT/kre6::FRT-tetO-KRE6 

JKC2113 transformed with KpnI/NcoI digested 

pJK1447 to  place the only allele of KRE6 under 

tetO control, after inducing FLP 

This work 

JKC2133 JKC1450 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

KRE6/kre6::uPAM-FRT 

JKC1450 transformed with KpnI/BsiWI digested 

pJK1428 for KRE6 heterozygous deletion, after 

inducing FLP 

This work 

JKC2135 JKC1450 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

KRE6/kre6::uPAM-FRT 

JKC1450 transformed with KpnI/BsiWI digested 

pJK1428 for KRE6 heterozygous deletion, after 

inducing FLP 

This work 

JKC2294 JKC1450 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

SKN1/skn1::uPAM-FRT 

JKC1450 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2296 JKC1450 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

SKN1/skn1::uPAM-FRT 

JKC1450 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2302 JKC2133 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

KRE6/kre6::uPAM-FRT 

SKN1/skn1::uPAM-FRT 

JKC2133 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2304 JKC2133 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

KRE6/kre6::uPAM-FRT 

SKN1/skn1::uPAM-FRT 

JKC2133 transformed with StuI/BsiWI digested 

pJK1439 for SKN1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2464 JKC2135 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

JKC2135 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2474 JKC2133 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

JKC2133 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2478 JKC2135 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

kre6::uPAM-FRT/kre6::FRT-tetO-KRE6 

JKC2135 transformed with KpnI/NcoI digested 

pJK1447 to place the only allele of KRE6 under 

tetO control, after inducing FLP 

This work 

JKC2378 JKC2302 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

KRE6/kre6::uPAM-FRT 

skn1::uPAM-FRT/skn1::uPAM-FRT 

JKC2302 transformed with KpnI/BsiWI digested 

pJK1458 to generate ∆skn1 homozygous 

deletion, after inducing FLP 

This work 

JKC2468 JKC2378 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

skn1::uPAM-FRT/skn1::uPAM-FRT 

kre6::uPAM-FRT/kre6::FRT-pMal2-KRE6 

JKC2378 transformed with KpnI/NcoI digested 

pJK1450 to place the only allele of KRE6 under 

pMAL2 promoter control, after inducing FLP 

This work 



 

  

JKC2125 JKC915 
HIS1/his1::tetR-FRT 

CHS1/chs1::uPAM-FRT 

JKC915 transformed with KpnI/BsiWI digested 

pJK1431 for CHS1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2128 JKC915 
HIS1/his1::tetR-FRT 

CHS1/chs1::uPAM-FRT 

JKC915 transformed with KpnI/BsiWI digested 

pJK1431 for CHS1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2212 JKC2128 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2128 transformed with KpnI/NcoI digested 

pJK1449 to place the only allele of CHS1 under 

tetO control, after inducing FLP 

This work 

JKC2214 JKC2128 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2128 transformed with KpnI/NcoI digested 
pJK1449 to place the only allele of CHS1 under 

tetO control, after inducing FLP 

This work 

JKC2216 JKC2128 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-pMal2-CHS1 

JKC2128 transformed with KpnI/NcoI digested 

pJK1452 to place the only allele of CHS1 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2218 JKC2128 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-pMal2-CHS1 

JKC2128 transformed with KpnI/NcoI digested 

pJK1452 to place the only allele of CHS1 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2272 JKC2125 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2125 transformed with KpnI/NcoI digested 

pJK1449 to place the only allele of CHS1 under 

tetO control 

This work 

JKC2274 JKC2125 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2125 transformed with KpnI/NcoI digested 

pJK1449 to place the only allele of CHS1 under 

tetO control, after inducing FLP 

This work 

JKC2280 JKC2125 
HIS1/his1::tetR-FRT 

chs1::uPAM-FRT/chs1::FRT-pMal2-CHS1 

JKC2125 transformed with KpnI/NcoI digested 

pJK1452  to place the only allele of CHS1 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2137 JKC1450 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

CHS1/chs1::uPAM-FRT 

JKC1450 transformed with KpnI/BsiWI digested 

pJK1431 for CHS1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2141 JKC1450 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

CHS1/chs1::uPAM-FRT 

JKC1450 transformed with KpnI/BsiWI digested 

pJK1431 for CHS1 heterozygous deletion, after 

inducing FLP 

This work 

JKC2234 JKC2141 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

chs1::uPAM-FRT/chs1::FRT-pMal2-CHS1 

JKC2141 transformed with KpnI/NcoI digested 
pJK1452 to place the only allele of CHS1 under 

pMAL2 promoter control, after inducing FLP 

This work 

JKC2288 JKC2141 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2141 transformed with KpnI/NcoI digested 

pJK1449 to have the only allele of CHS1 under 

tetO promoter, after inducing FLP 

This work 

JKC2290 JKC2141 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2141 transformed with KpnI/NcoI digested 

pJK1449 to place the only allele of CHS1 under 

tetO control, after inducing FLP 

This work 

JKC2319 JKC2137 

his1/his1::tetR-FRT 

pho84::ARG4/pho84::HIS1 

chs1::uPAM-FRT/chs1::FRT-tetO-CHS1 

JKC2137 transformed with KpnI/NcoI digested 

pJK1449 to place the only allele of CHS1 under 

tetO control, after inducing FLP 

This work 



B. Plasmids 

Plasmid Description 
Source 
(Reference) 

pJK1000 FLP-NAT1 tetO-PES1 construct, vector backbone is pLitmus28 (New England Biolabs) (3) 

pJK1329 

pPHO84-GFP construct for single-crossover integration. Product of fjk1625 and rjk1670 using SC5314 genomic DNA 

as template, ligated into a GFP-expressing (amplified from pGFP-HIS1 (6) with fjk1615 and rjk1633) derivative of 

pJK1027 (7) using KpnI and ClaI sites. 

This work 

pJK1351 

FLP-NAT1 tetO-SOD3 construct, derived from pJK1000. Product of fjk1821 and r1822 using SC5314 genomic DNA as 

template and product of fjk1819 and r1820 using SC5314 genomic DNA as template were ligated into pJK1000 using 

SacII/NcoI and KpnI/ApaI sites, respectively. 

(8) 

pJK1353 
FLP-NAT1 pMAL2-SOD3 construct, derived from pJK1351. pMAL2 promoter was ligated into p1351 using NotI and 

SacII sites. 
(8) 

pJK1364 
FLP-NAT1 pho87 deletion intermediate construct, derived from pJK1351. Product of fjk1848 and r1849 using SC5314 

genomic DNA as template was ligated into pJK1351 using NotI/NcoI sites. 
This work 

pJK1372 
FLP-NAT1 pho87 deletion construct, derived from pJK1364. Product of fjk1846 and r1862 using SC5314 genomic DNA 

as template was ligated into pJK1364 using KpnI/ApaI sites. 
This work 

pJK1428 

FLP-NAT1 kre6 deletion construct, derived from pJK1372. Product of fjk1974 and r1975 using SC5314 genomic DNA 

as template and product of fjk1976 and r1977 using SC5314 genomic DNA as template were ligated into pJK1372 

using KpnI/AscI and NotI/BsiWI sites, respectively. 

This work 

pJK1439 

FLP-NAT1 skn1-1st allele deletion construct, derived from pJK1372. Product of fjk1982 and r1983 using SC5314 

genomic DNA as template and product of fjk1984 and r1985 using SC5314 genomic DNA as template were ligated into 

pJK1372 using KpnI/AscI and NotI/BsiWI sites, respectively. 

This work 

pJK1447 

FLP-NAT1 tetO-KRE6 construct, derived from pJK1351. Product of fjk1990 and r1991 using SC5314 genomic DNA as 

template and product of fjk1992 and r1993 using SC5314 genomic DNA as template were ligated into pJK1351 using 

KpnI/ApaI and SacII/NcoI sites, respectively. 

This work 

pJK1450 

FLP-NAT1 pMAL2-KRE6 construct, derived from pJK1353. Product of fjk1990 and r1991 using SC5314 genomic DNA 

as template and product of fjk1992 and r1993 using SC5314 genomic DNA as template were ligated into pJK1351 

using KpnI/ApaI and SacII/NcoI sites, respectively. 

This work 

pJK1458 

FLP-NAT1 skn1-2nd allele deletion construct, derived from pJK1372. Product of fjk2009 and r2010 using SC5314 

genomic DNA as template and product of fjk2011 and r2012 using SC5314 genomic DNA as template were ligated into 

pJK1372 using KpnI/AscI and NotI/BsiWI sites, respectively. 

This work 

pJK1431 

FLP-NAT1 chs1 deletion construct, derived from pJK1372. Product of fjk1968 and r1969 using SC5314 genomic DNA 

as template and product of fjk1970 and r1971 using SC5314 genomic DNA as template were ligated into pJK1372 

using KpnI/AscI and NotI/BsiWI sites, respectively. 

This work 

pJK1449 

FLP-NAT1 tetO-CHS1 construct, derived from pJK1351. Product of fjk1996 and r1997 using SC5314 genomic DNA as 

template and product of fjk1998 and r1999 using SC5314 genomic DNA as template were ligated into pJK1351 using 

KpnI/ApaI and SacII/NcoI sites, respectively. 

This work 

pJK1452 

FLP-NAT1 pMAL2-CHS1 construct, derived from pJK1353. Product of fjk1996 and r1997 using SC5314 genomic DNA 

as template and product of fjk1998 and r1999 using SC5314 genomic DNA as template were ligated into pJK1353 

using KpnI/ApaI and SacII/NcoI sites, respectively. 

This work 

 

 

 



C. Oligonucleotides 

Primer name Purpose 
Sequence 5’ to 3’ 
(lower cases - restriction enzyme recognition sites) 

fjk1615  Forward primer to amplify GFP CCTGCTatcgatATGTCTAAAGGTGAAGAATTAT 

rjk1633 Reverse primer to amplify GFP GCAGCTcccgggTTATTTGTATAATTCATCCATACCATGG 

fjk1625 Forward primer to amplify PHO84 promoter GCACAGggtaccTTGAGAGGATTTGGTGGAATAGGT 

rjk1670 Reverse primer to amplify PHO84 promoter GTATCTGTAgacgtcTAGTGTGAGTTGAATTTCAGCAA 

fjk1685 
Forward primer to verify 5’ end of integration of pJK1329, first 

primer set of nested PCR 
ATTGTCGTGCAAATGGTTGA 

rjk1692 
Reverse primer to verify 5’ end of integration of pJK1329, first 

primer set of nested PCR 
CAACCAAAATTGGGACAACA 

fjk1686 
Forward primer to verify 5’ end of integration of pJK1329, 

second primer set of nested PCR 
CGTGCAAATGGTTGAGCTAC 

rjk1515 
Reverse primer to verify 5’ end of integration of pJK1329, 

second primer set of nested PCR 
CCAGTAAATAATTCTTCACC 

fjk1517 Forward primer to verify 3’ end of integration of pJK1329,  GGAATTGTGAGCGGATAAC 

rjk1365 Reverse primer to verify 3’ end of integration of pJK1329,  GCAGCCATAATAGCACCTCT 

fjk490 
Forward primer to verify the 3'end integration of 'FLP-NAT1' 

cassette containing constructs 
TCAAGGAGGGTATTCTGGGC 

rjk1339 
Reverse primer to verify the 5'end of integration of 'FLP-

NAT1' cassette containing constructs 
TGGTGTGTTGTTGACAGGCAAC 

fjk1974 
Forward primer to amplify the kre6 deletion upstream 

homologous sequence 
CATCAGggtaccTCCCATTACATTCGTTTCAACA 

rjk1975 
Reverse primer to amplify the kre6 deletion upstream 

homologous sequence 
GATggcgcgccGAAGTTAAATCTCTTTGAGACGCC 

fjk1976 
Forward primer to amplify the kre6 deletion downstream 

homologous sequence 
AAGGTAAGCAgcggccgcAACTTCATTTGAAGATGGTGGA  

rjk1977 
Reverse primer to amplify the kre6 deletion downstream 

homologous sequence 
CTCATGcgtacgTCTTCAATAACTAGCCAATACATACACA 

fjk1978 Forward primer to verify the 5'end of kre6 deletion mutant GTTTTTCCCTTTCCCCTTCA 

rjk1979 Reverse primer to verify the 3'end of kre6 deletion mutant TTTGTTTGATAGACGGGATGG 

fjk1982 
Forward primer to amplify the skn1 deletion-1st allele 

upstream homologous sequence 
CATCAGggtaccCACCACCAATGCCAATGTAA 

rjk1983 
Reverse primer to amplify the skn1 deletion-1st allele 

upstream homologous sequence 

GATggcgcgccTGTAAGTTGTATTAAAAGTTTAAGTTTTTAG

TAGC 



fjk1984 
Forward primer to amplify the skn1 deletion-1st allele 

downstream homologous sequence 
AAGGTAAGCAgcggccgcAACACCAACCCCCCTATATTTAC  

rjk1985 
Reverse primer to amplify the skn1 deletion-1st allele 

downstream homologous sequence 
CTCATGcgtacgCCAAAATGGAATCAAAACGA 

fjk1986 Forward primer to verify the 5'end of skn1 deletion mutant GTGAATAAGTGGTGTGGGAATG 

rjk1987 Reverse primer to verify the 3'end of skn1 deletion mutant AAAGACTCCACCACCACCAG 

fjk1990 
Forward primer to amplify the tetO/pMAL2-KRE6 upstream 

homologous sequence 
CATCCGggtaccCCTTTCCCCTTCAACAACAA 

rjk1991 
Reverse primer to amplify the tetO/pMAL2-KRE6 upstream 

homologous sequence 
GATCgggcccTCGAAAGAAATTACAAGAAAAACAA 

fjk1992 
Forward primer to amplify the tetO/pMAL2-KRE6 downstream 

homologous sequence 
GGATCCccgcggATGGCGTCTCAAAGAGATTTAACTTC 

rjk1993 
Reverse primer to amplify the tetO/pMAL2-KRE6 

downstream homologous sequence 
CTCATGccatggCAGTGAACTACCACCATTTGAA 

fjk1994 
Forward primer to verify the 5'end of tetO/pMAL2-KRE6 

integration 
AGACGCCGAAAGTGAAAGAA 

rjk1995 
Reverse primer to verify the 3'end of tetO/pMAL2-KRE6 

integration 
AATTCTGCTGGACTGGTTGG 

fjk2009 
Forward primer to amplify the skn1 deletion-2nd allele 

upstream homologous sequence 
CATCAGggtaccATGGAAAGAGATTTGACTTATAATGC 

rjk2010 
Reverse primer to amplify the skn1 deletion-2nd allele 

upstream homologous sequence 
GCTggcgcgccCATGTTGTTGTGATGGAATACG 

fjk2011 
Forward primer to amplify the skn1 deletion-2nd allele 

downstream homologous sequence 
AAGGTAAGCTgcggccgcTGGTAATGTTGGTTGGAGAAA  

rjk2012 
Reverse primer to amplify the skn1 deletion-2nd allele 

downstream homologous sequence 
CTCATGcgtacgTTAACATCCAATTAATTTATGTTTGG 

fjk1968 
Forward primer to amplify the chs1 deletion upstream 

homologous sequence 
CATCAGggtaccGCTTCAAGGGAAAAGGTGGT 

rjk1969 
Reverse primer to amplify the chs1 deletion upstream 

homologous sequence 
GATggcgcgccGATATTATGTAGTTTAAAGGGTATTCTGG 

fjk1970 
Forward primer to amplify the chs1 deletion downstream 

homologous sequence 
AAGGTAAGCAgcggccgcCCCTCCCTCTAAAATGAAGACC 

rjk1971 
Reverse primer to amplify the chs1 deletion downstream 

homologous sequence 
CTCATGcgtacgGACTTGGCCTTTGCGTATTC 

fjk1972 Forward primer to verify the 5'end of chs1 deletion mutant GGGGGAACATTTACTCAGCTC 

rjk1973 Reverse primer to verify the 3'end of chs1 deletion mutant AAGTGTGCATACCACCGACA  

fjk1996 
Forward primer to amplify the tetO/pMAL2-CHS1 upstream 

homologous sequence 
CATCCAggtaccGCTTTTGGCTCTTGTTTGGA 

rjk1997 
Reverse primer to amplify the tetO/pMAL2-CHS1 upstream 

homologous sequence 
GATCgggcccCGCAGATCCATTTTCAAATTC 

fjk1998 
Forward primer to amplify the tetO/pMAL2-CHS1 

downstream homologous sequence 
GGATCCccgcggATGAAGAATCCATTTGACAGTGG 

rjk1999 
Reverse primer to amplify the tetO/pMAL2-CHS1 

downstream homologous sequence 
CTCATGccatggGAATTGTGCTCTTGGTGTGG 

fjk2000 
Forward primer to verify the 5'end of tetO/pMAL2-CHS1 

integration 
TCGTTGCAACAAGCAAAAGT 

rjk2001 
Reverse primer to verify the 3'end of tetO/pMAL2-CHS1 

integration 
TTGTGGAGGAGGCAAAAATC 



 

D. Antibodies 

Purpose Antigen recognized Species Source or Reference 

primary Mkc1 rabbit Gift from Dr. Jesus Pla 

primary P-Mkc1 rabbit Cell Signaling Technology, cat. #4370P 

loading control PSTAIRE rabbit Santa Cruz Biotechnology, cat. # sc-53 

dot blot and ELISA beta-1,6-glucan (pustulan) rabbit (9) 

secondary Rabbit Ig goat Cell Signaling Technology, cat. # 7074s 
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